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EDUCATION AND ACADEMIC POSITION

since sept. 2000 Ricercatore (Assistant Professor) at the Computer Science Department of the
University Ca’ Foscari of Venice, Italy (since nov. 2011 Department of Envi-
ronmental Science, Computer Science and Statistics).

march 2000 PhD in Computer Science, Dipartimento di Informatica dell’'Universita La
Sapienza di Roma, Italy.

march 1995 Laurea in Computer Science, Universita degli Studi di Udine.

TEACHING ACTIVITY
Current teaching activity:

e course Architettura degli Elaboratori, Mod. 1 Corso di-Laurea triennale di Informatica,
Universitd Ca’ Foscari, Venezia.

e course Elementi di Informatica per I’Economia Corso di Laurea Triennale in Economia Uni-
. versitd Ca’ Foscari, Venezia

e Bioinformatics, Master degree in Computer Science, Universitd Ca’ Foscari, Venezia;

Past teaching activity includes the following courses:

e Laboratorio di Algoritmi e Programmazione, Corso di Laurea triennale di Informatica, Uni-
versitd Ca’ Foscari, Venezia;

e course Sistemi di Elaborazione delle Informazioni Corso di Laurea Magistrale in Amminis-
trazione, Finanza e Controllo, Universitd Ca’ Foscari, Venezia
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e Biologia Computazionale, Dottorato di Informatica, PhD course, Universitd Ca’ Foscari,
Venezia.

RESEARCH ACTIVITY

My recent research activity is in the area of Systems Biology and deals mainly with the repre-
sentation, comparison and alignment of Metabolic Pathways. Comparison of metabolic pathways
is useful in phylogenetic analysis and for understanding metabolic functions when studying dis-
eases and in drugs engineering. Previous research in this area dealt with genome assembly and
with the use of hybrid automata to represent the dynamic behavior of complex systems, with the
aim of applying model checking techniques to reason about the considered system.

Another current line of research is in the Ecoinformatics field and concern the representation
and analysis of trophic networks or food webs, a kind of networks used in ecology to represent
feeding interactions (what-eats-what) in an ecosystem

Other research activity was concerned with different research areas, namely Theory and Ap-
plication of Graph Transformation Systems and Software Performance.
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